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<Abstract>

Review and improvement of formalin-fixed paraffin-embedded
sample preparation procedure for nucleic acid quality control
which is essential for genetic testing for cancer

Rina Umeno!, Maiko Tamura?, Tomohiro Toji?’, Yuka ItoV,
Eri Ishizaki?, Masafumi Masuda?, Rieko Saito!, Eiko Hayashi! and Atsushi Hayashi’
DDepartment of Pathology, ¥ Department of Diagnostic Pathology, Japanese Red Cross Okayama Hospital

Since the new cancer multi-gene panel testing
using next-generation sequencers (NGS) has been
covered by insurance in Japan from June 2019, the
number of NGS testing has increased all over
Japan year by year. While conventional samples
that were used for gene testing had been non-fixed
samples, the test using formalin-fixed paraffin-
embedded (FFPE) samples has recently become
available. The use of FFPE samples for testing
requires more strict quality control of the samples.
Designated as one of the Cooperative Hospitals for
Cancer Genomic Medicine since fiscal year 2021,
our hospital opened the Outpatient Cancer
Genome Medicine in fiscal year 2022. The
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frequency of cancer multi-gene panel testing may
increase in the future, and we believe that quality
control of nucleic acids in the cancer multi-gene
panel testing using NGS is important. Accordingly,
we conducted a review and improved the FFPE
sample preparation procedure based on 17
samples that were subjected to nucleic acid quality
control (QC) among 23 fixed cancer samples that
were sent from our hospital to Okayama
University Hospital for comprehensive genomic
profiling (CGP). As a result, the quality of nucleic
acids has improved since modification of the FFPE
sample preparation procedure.



